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Searching for fru-target genes that regulate the development of sexual dimorphisms
in Drosophila central neurons.
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The Drosophila fruitless (fru) gene is regarded as a master regulator of the
formation of male courtship circuitry, yet little is known about 1ts molecular basis of action. Fru
proteins are expressed in a small population (~2%) of neurons of the brains in males, but not females. In
this study, we showed the following: (1) Fru binds to the promoter of robol, an axon guidance-regulating
gene, and represses the expression of robol, (2) Robol suppresses formation of the male-specific neurite
in sexually-dimorphic mAL interneurons in females, and (3) small deletions in the Fru-binding site of
robol promoter induce a loss of the male-specific neurite and disrupt male courtship patterns. This study
paves the way for a thorough understanding of the mechanism whereby Fru proteins orchestrate
transcription for the formation of courtship circuitry.
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