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X-ray crystallographic study of Bloom syndrome helicase BLM and its role in
prevention of tumorigenesis.
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Bloom syndrome is a rare cancer-predisposition disorder caused by mutations
of the Bloom syndrome protein (BLM). In this study, structural and biochemical studies of human BLM
helicase were performed. New information about the reaction mechanism of BLM helicase toward
Holliday junction (a repair intermediate in the DNA double-stranded break repair) was obtained.
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