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To analysis the quality control of mitochondria outer-membrane, we have
crystallized Yeast Mspl and human homologue ATAD1. Yeast Mspl can be almost solved the structure and
revealed the atomic-model which is similar to the p97-D2 domain. Pex7p is the cytosolic receptor protein
that is essential for the import of peroxisomal proteins. Newly isolated as a binding protein of Pex7p,
termed P7BP2, was found to be a disk-like ring with a central hole under high-speed atomic force
microscope (AFM), and implicate that P7BP2 is a novel dynein-type AAA+, whose domains are arranged into a
pseudo-hexameric ring structure.
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