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Role of soybean aquaporins in inhibition of water uptake under flooding
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Soybean is generally susceptible to flooding. In Japan, flooding is a serious
problem, because soybeans are often cultivated in the fields converted from paddy fields. Understanding
mechanism of the flooding susceptibility is important for developing tolerant genotypes. In the present
study, we investigated role of aquaporins in inhibition of water uptake under the flooding. Aquaporins
play key roles in regulation of water uptake from the roots. We demonstrated that submerging treatment
decreased gene expression of nine major root aquaporins. It suggests that the decrease in the aquaporin
expression is a contributing factor in inhibition of water uptake from the roots of submerged plants.
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