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QTL analysis for resistance to Phytophthora capsici in pepper

Minamiyama, Yasuhiro
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Relative virulence of 4 isolates of Phytophthora capsici from different origins
was evaluated on 5 resistant and one susceptible cultivars by using leaf inoculation method under
controlled environmental conditions. In order to perform a QTL analysis, resistance to P. capsici were
evaluated in the DH population between susceptible (* Manganji’ ) and resistance (‘ Criollo de Morelos
334" ) by leaf inoculation tests using two different isolates, pph and Yohoro. As a result, four QTLs
were detected for resistance to each isolates. Of these four QTLs, three QTLs on LG5, LG8 and LG9 were
common to two isolates, but the other QTL was unique to either isolates, which were on LGl for isolate
pph and on LG7 for isolate Yohoro. On the other hand, three PCR-based DNA markers were developed on the

peak of common major QTL on LG5. They might surely be useful tool in the breeding program for
phytophthora-resistant pepper cultivars.
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