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Structure-function _relationship of an arabinofuranosidase which have strict
substrate specificity
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o -L-Arabinofuranosidase, which belongs to the glycoside hydrolase family 62
(GH62), hydrolyzes arabinoxylan but not arabinan or arabinogalactan. The crystal structures of several
o -L-arabinofuranosidases have been determined, although the structures, catalytic mechanisms, and
substrate specificities of GH62 enzymes remain unclear. To evaluate the substrate specificity of a GH62
enzyme, we determined the crystal structure of an a -L-arabinofuranosidase from Streptomyces coelicolor.
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Substrates Relative activity
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Wheat arabinoxylan 100

Corn hull arabinoxylan 96

Oat spelts xylan 55

Birchwood xylan 0

Arabinan 0

Debranched arabinan 0

Larch arabinogalactan 0

Gum Arabic 0
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