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Development of the method to identify the gene involved in fruiting body formation
of Lentinula edodes

Meguro, Sadatoshi
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This study developed the transformation method with RNAI construct for knockdown
of specific gene involved in the fruiting-body formation of edible mushroom Lentinula edodes.
Photoreceptor gene A of L. edodes (Le.phrA) was cloned and 600 bp of coding region was used for RNAI
construct ligated with the partial sequence of GUS gene. RNAi construct for Le. phrA was successfully
introduced with selection marker vector into protoplast of L. edodes. Some transformants showed brown
color mycelium, and that the growth was inhibited remarkably. This phenotype might be caused by RNAi
knockdown of Le. phrA.
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