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A novel role of Jmjd5, a candidate cancer-related gene, during mouse embryogenesis
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We previously identified Jmjd5 as a candidate cancer-related gene by retroviral
mutagenesis. Jmjd5 belongs to Jumonji C (JmjC) family, some of which encode histone demethylase. Our
genetic studies using Jmjd5 deficient mice showed that Jmjd5 was a regulator for Cdknla expression during
mouse embryogenesis. In this study, we found that a subset of p53-regulated genes highly expressed in
J¥jd5 knockout embryos. We also showed that Jmjd5 protein could directly associate with p53 protein, one
of the most famous tumor suppressor genes, and inhibited the recruitment of endogenous p53 protein at
several p53 target loci such as Cdknla. Pmaipl and Mdm2. In general, aberrant activation of p53 si?naling
leads to embryonic lethality, suggesting that maintaining a fine balance of p53 translational level i

is
important for normal development. Thus, Jmjd5 may keep basal level of p53 signaling in embryonic cells

through the control of p53 recruitment at iIts target genes.
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