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Analysis of the transcription factor network during the early stage of iPSC
production
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Genome-wide expression analyses were used to identify transcription factors whose
expression decrease at the early stage or reprogramming. They were further narrowed down by other data
base to select for the genes that are likely to be regulated directly by Oct4 and KIf4. The selection
resulted in 38 candidate genes whose expression changes are potentially important for the early stage of
reprogramming. SiRNA-mediated knockdown and over-expression of these genes showed that down-regulation of
Osrl Ebfl EbFf3 Meox2 Smardc3 and Prrx is essential at the early stage of reprogramming. The
involvement of these genes in EMT or MET was examined by the used of NMuMG cells, and the Ebf3 was found
to have an activity in promoting EMT.
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