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Study on the mechanisms involved in insecticide resistance of vector mosquiotes
by genome editing technology
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Genetic studies have revealed that pyrethroid resistance of Culex
quinquefasciatus is strongly associated with overexpressing CYPOM10 haplotypes. In this study, we
demonstrated that a point mutation in the core promotor region of CYPOM10 is attributable to the
elevated transcription. Moreover, bioassays using CYPOM10-knocked out mosquitoes derived from a
pyrethroid resistant strain proved the primary responsibility of CYPOM10 for metabolic resistance to

permethrin in larval stages.
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