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In this study, | aimed to determine a pathogenic mechanism of food-borne
pathogen, Vibrio parahaemolyticus.

I found that V. parahaemolyticus has two distinct mechanisms of diarrhea, T3SS2-effector (VopV) and
T3SS2-toxin (TDH), assessed by rabbit ileal loop model. Hemolytic activity of TDH was necessary for
T3SS2-TDH mediated enterotoxicity. All T3SS2 effectors that have already identified did not involve in
this enterotoxicity. Therefore, we tried to identify new effector by proteomic approach and have gotten
one candidate protein. The involvement of this effector candidate protein in T3SS2-TDH mediated
enterotoxicity is currently under investigation.
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