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Searching and analysis of genes causing arrhythmia with pharmacological and
non-pharmacological intervention
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Hypertrophic cardiomyopathy(HCM) is one of the most frequent diseases causing
sudden death especially in young people. We have found that part of the patients with this disease have
gene mutations in heart muscle, causing heart function deteriorated, however, the relationship of gene
mutation and sudden death mostly by fatal arrhythmia remained unresolved.

Our institution-driven multicenter-prospective trial revealed the presence of gene mutation is associated
closely with arrhythmia and heart failure in hypertrophied heart. We detected new mutation with
comprehensive analysis using next generation sequencing system in familial HCM without mutation by
previous method. . We also analyzed the gene mutations and those function in lone atrial fibrillation,
and evaluated the arrhythmogenicity of the mutations by a scoring system. These approaches are
anticipated to prevent the sudden death of hypertrophic cardiomyopathy.
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