©
2013 2016

CPT-11

Comprehensive analysis of genetic polymorphisms and irinotecan-induced adverse
events in Japanese gastrointestinal cancer patients: a DMET microarray profiling
study
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Irinotecan (CPT-11) is one of the key drug in major solid tumors. We
investigated the relationship between gene polymorphisms and adversed events (especially neutropenia
and diarrhea) in patients who received CPT-11, using DMET microarray technique. No gene
polymorphism was found which significantly related to Grade 4 neutropenia. However, there was one
SNP which was significantly related to Grade 2 or more diarrhea. We confirmed this relationship
among different cohort of 24 patients, and found similar relationship. We also verified the
relationship between UGT1A1 *6 polymorphism, which was already known as a CPT-11 biomarker, and
neutropenia.
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Phase II study of bevacizumab and irinotecan as
second-line therapy for the patients with
metastatic colorectal cancer previously treated
with fluoropyrimidine, oxaliplatin and
bevacizumab
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