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Analysis of mRNA level of the treatment resistance related proteins in unfixed lung
cancer biopsy specimens obtained by core-biopsy.
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3,800,000
total RNA mRNA
ACT ABC MDR1 MRP1 BCRP
TUBB3 Gelsolin
VEGF-A VEGF-B VEGF-C CD20 POQU5
F1 PROM1 Nanog KLF4 Notchl CD24 CD44

Total mRNAs were extracted from unfixed lung cancer biopsy specimens, and each
RNA level was analyzed. They are compared as A CT. ABC transporters; Overexpression was shown in MDR1,
MRP1, BCRP. Cytoskeleton proteins; Overexpression was shown in TUBB3, and mild down regulation was shown
in Gelsolin. Vascular endothelial growth factors: mild overexpression was shown in VEGF-A and VEGF-B, and
overexpression was shown in VEGF-C. Cancer stem cell related antigens: Overexpression was shown in CD20,
POUSF1, PROM1, Nanog, KLF4, Notchl, but CD24 and CD44 were no change.
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RT-PCR
RNeasy Plus Mini Kit
total RNA 100ng
High Capacity cDNA Reverse Transcription
Kit CDNA 10ng RNA
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ABC
MDR1 2.3 14.1 8.0+ 4.3
MRP1 -0.1 9.6 3.4 2.5
BCRP 1.0 14.1 7.9 4.3
TuBB3 0.2 12.5 4.9 4.0
Cofilinl-1.5 4.4 0.4+ 2.0
Gelsolin-5.0 4.3 -1.5% 3.1
VEGF-A -1.5 6.9 1.8+ 2.9
VEGF-B -1.8 6.3 1.7+ 2.7
VEGF-C 2.5 18.4 7.7 4.0
ALDH1IA -3.7 7.8 1.6 5.2
CD20 1.1 10.2 5.4+ 3.8
CD24 -3. 6.1 1.1+ 3.6
CD44 -3. 5.9 -0.3+x 2.7
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3.1
3.2 .

POUSF1 -0.4 13.3 8.4+
0.5

Nanog 0.9

KLF4 -0.7 8.8 4.5+ 4.0
Notchl 1.4 10.0 5.0+ 3.5
TS 6.8 0.9 3.8+ 2.2
HGF 3.2 14.5 8.2+ 4.4
MET 0.0 13.6 3.1+ 3.9
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