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The comprehensive analysis of microRNA using next generation sequencer (NGS) for
forensic application
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The microRNAs (miRNAs) are known to be stable at postmortem because they are
short-length (about 20 nucleotides) single-strand molecules. In this study, we searched miRNAs acting as
biological markers to estimate the time since death or the level of stress before death by experiments
using rats. Then the good correlations were observed between the postmortem time and levels of instable
cytoplasmic RNAs, when miR-16 in heart, miR-21 in liver and miR-451 in blood were used as internal
standards. In addition, miRNAs in rats under stresses of alcohol intake, running and suppression by water

bag were analgzed by the next generation sequencer, levels of several miRNAs were found to be increased
or decreased by the stresses.
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