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Identification of molecules relating ICC disorder in murine diabetic gastroparesis
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Resent studies have suggested that disorders of the regulatory cells of the
gastrointestinal motility, interstitial cells of Cajal (ICC), cause diabetic gastroparesis. In this study
we compared the gene expression of ICC in diabetic db/db mice with those of wild type mice. By using DNA
microarray we found some candidate genes related to the transformation and signal transduction.
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carnosine dipeptidase 1
(metallopeptidase M20 family) (Cndpl)
Collagen, type XVI, alpha 1 (Col16al) zinc
finger, matrin type 4 (Zmat4), transcript

variant 1 db/db
Log10 ratio
db /WT

a disintegrin-like and metallopeptidase (reprolysin type) with

thrombospondin type 1 motif, 3 (Adamts3), transcript variant 1 3.69
a disintegrin-like and metallopeptidase (reprolysin type) with

thrombospondin type 1 motif, 13 (Adamts13), transcript variant 1 3.02
carnosine dipepti 1(m M20 family) (Cndp1) 41
Collagen, type XVI, alpha 1 (Col16a1) 338
zinc finger, matrin type 4 (Zmat4), transcript variant 1 1.62

Signal transduction
GTPase activating protein (SH3
domain) binding protein 1 (G3bpl) ATPase,
H+/K+  exchanging, gastric, alpha
polypeptide (Atp4a), transcriptvariant

ATPase, H+/K+ exchanging, beta
polypeptide (Atp4b) db/db
Log10 ratio
db/WT
GTPase activating protein (SH3 domain) binding protein 1 (G3bp1) 1.97
NEDDA4 binding protein 2-like 2 (N4bp2I2) 1.9
ATPase, H+/K+ exchanging, gastric, alpha polypeptide (Atp4a),
transcript variant 2 1.87
ATPase, H+/K+ exchanging, beta polypeptide (Atp4b) 1.60
phospholipase A2, group IB, pancreas (Pla2g1b) 0.99
glucagon (Geg) 2.27

. Signal transduction

myogenic factors subfamily
myogenic differentiation 1 (Myod1l)

Log10 ratio
db /WT
myogenic factors subfamily
myogenic differentiation 1 (Myod1) 3.39
phosphorylase kinase alpha 2 (Phka2), transcript variant 1 219
HArh1
interleukin 1 receptor-like 2 (l11ri2) 4.03
interleukin 10 (1110) 347
lipocalin 5 (Len5), transcript variant 1 3.46
Log10 ratio
db /WT
gastric intrinsic factor (Gif) -1.43
glycoprotein 2 (zymogen granule membrane) (Gp2) -2.16
ghrelin (Ghrl), transeript variant 1 -2.23
major urinary protein 1 (Mup1), transcript variant 3 -2.27
glycoprotein 2 (zymogen granule membrane) (Gp2) -2.29
carboxypeptidase B1 (tissue) (Cpb1) -2.32
chymotrypsin C (caldecrin) (Ctrc) 2.34

vomeronasal 2, receptor 20 (Vmn2r20) -2.40
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Therapeutic action of 5-HT3 receptor
antagonists targeting peritoneal

macrophages in post-operative ileus.
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