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Specific chromosomal translocations in hematological malignancies are a clue of
identifying rearranged gene at the region of breakpoints. To gain insight into the role(s) of dmins, we
cytogenetically and molecularly analyzed 8924 amplicons in acute myelogenous leukemia (AML)
patient-derived leukemic cells and AML-derived cell line (HL60), identifying fusion transcripts between
PVT1 exon la and NSMCE2 exon 3 in the patient, and a fusion gene between exon 6 of NSMCE2 and exon 1 of
BF104016, a noncoding RNA sharing the sequence of CCDC26 exon 4. These novel chimeric RNAs, PVT1-NSMCE2
and CCDC26-NSMCE2, were identified in association with dmins showing 8g24 amplicons. Chromothripsis is a
possible cytogenetic mechanism of generating these novel chimeric genes. PVT1 and CCDC26 are long
intergenic non-coding RNAs (lincRNAs). Our study suggests that the fusion genes involving lincRNAs
potentially plays as-yet-unknown oncogenic functional roles.
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