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Identification and analysis of tumor-associated genes of melanoma by functional
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i i _ We aimed to examine the epigenetically silenced miRNA and its involvement in the
induction of apoptosis of cultured melanoma cells. A screen for miRNAs induced by 5-aza-2’' deoxycytidine

(5-aza-dC) and interferon-beta (IFN-f3 ) in TXM18 melanoma cells identified six species of miRNAs
including miR-7, miR-203, miR-215 and miR-596. The CpG island of the miR-596 gene was strongly methylated

in all melanoma cell lines tested (n = 20) whereas methylation levels were limited in melanocytes (n=4).
Transfection of a precursor of miR-596 into melanoma cells induced growth suppression, indicating that
the effect of 5-aza-dC plus IFN-B is in part due to induction of miR-596. Methylation levels of miR-596
were significantly higher in clinical specimens of melanoma as compared to benign melanocytic nevi.
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