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Detection and application of the alteration in background liver with hepatocellular
carcinoma utilizing multi array methods
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When assessing hepatocellular carcinoma (HCC), it is important to examine
prognostic factors in the background normal liver tissue and consider malignant aspects of the primary
lesion. Control samples, termed supernormal (SN) liver, were taken from 11 cases of metastatic secondary
malignancies of the liver. We selected adjacent nonneoplastic liver tissue from a patient with HCC and
liver cirrhosis by hepatitis C (CN) for comparison. Expression profiling and methylation arrays were
performed. We identified genes showing differences in both arrays. The alteration of those genes
expression in corresponding background liver demonstrated significant correlation with worse survival.
Expression of these genes in the background liver of HCC is likely to be a good biomarker for risk of HCC
development. When assessing HCC, it is important to extract prognostic factors from background liver
tissue as well as considering malignant factors of the primary cancer lesion.
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