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Effects of free fatty acid on malignant potential of hepatocellular carcinoma
derived from fatty liver

Sakaguchi, Takanori

3,900,000

(PA) (ER) PA El
ovl-6 ER
PA Elovl-6

In this study, we found the following facts: 1) hepatocellular carcinoma (HCC)
derived from metabolic syndrome-related fatty liver express high amount of the enzyme Elovl-6. 2) Elovl-6
converts palmitic acid, a strong endoEIasmic reticulum stressor, to harmless stearic acid. 3) HCC can
survive such stressful condition via high Elovl-6 expression.
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