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Investigation of the relationship between bone formation and inflammatory signaling

Higuchi, Chikahisa
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We investigated the relationship between inflammatory signaling and osteoblasts.
Our data demonstrated that Bruton’ s tyrosine kinase(Btk) and C reactive protein(CRP)/FcR signal pathways
suppresseed the osteoblastic differentiation. In addition, mitogen-activated protein kinase (MAPK) Kkinase
5 (MEK5) also suppressed the osteoblastic differentiation.
The results in the present study suggested that small molecules to inhibit these signaling pathways might
be candidate agents for the treatment of fracture or bone defect to accelerate bone formation.
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IL-6 negatively regulates osteoblast
differentiation through the
SHP2/MEK2 and SHP2/Akt2
pathways in vitro.

Kaneshiro S, Ebina K, Shi K, Higuchi
C, Hirao M, Okamoto M, Koizumi K,
Morimoto T, Yoshikawa H, Hashimoto
J.

J Bone Miner Metab. 2014
Jul;32(4):378-92.

Bruton tyrosine kinase (Btk)
suppresses osteoblastic differentiation.
Kaneshiro S, Ebina K, Shi K, Yoshida
K, Otsuki D, Yoshikawa H, Higuchi C.
J Bone Miner Metab. 2015
Sep;33(5):486-95. doi:
10.1007/s00774-014-0612-8.

MEKS5 suppresses osteoblastic
differentiation.

Kaneshiro S, Otsuki D, Yoshida K,
Yoshikawa H, Higuchi C.
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