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The human papillomavirus (HPV) is detected in a subset of head and neck

squamous cell carcinomas (HNSCC), especially dominant in the tumor of oropharynx. These HPV-positive

HNSCCs are less commonly associated with smoking and alcohol exposure, suggesting a pattern of
genetic and epigenetic alterations is quite distinct from that of HPV-negative tumors. The p53 tumor

suppressor gene plays a critical role in_key pathway involving apoptosis and cell cycle control. In

addition, DNA promoter hypermethylation is a common feature of human cancers such as pl6
methylation. The objective of this study was to clarify the relationship between HPV infection and
TP53 mutations, pl6 hypermethylation in HNSCC.

HPV infection correlated inversely with not only TP53 mutation but also pl6 methylation in HNSCC.
HPV associated HNSCC has a molecular profile that is distinct from non-HPV HNSCC, suggesting novel
treatment strategies should be needed for those tumors.
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