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i o We examined that the role of MSX1 in regulating osteogenic/odontogenic
differentiation of dental pulp stem cells (DPSCs). Knockdown of MSX1 suppressed the expression of

osteoblast-related genes, alkaline phosphatase activity and calcification in DPSCs under osteogenic
conditions, suggesting that MSX1 positively regulates osteogenic/odontogenic differentiation. MSX1

proteins were inteqselﬁ expressed in odontoblasts of the roots and pulpal mesenchymal cells surrounding
the blood vessels in the maxillary molar of 3 week-old mice. In addition, we performed gene expression

microarray and ChlP-seq analysis to identify candidate MSX1 target genes.
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MSX1 down-regulates the expression of
cholesterol synthesis-related genes in
dental pulp stem cells
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