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Regulation of AChR cluster formation by miR-206 in masticatory muscles of mi/mi
mice.
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Expression of endogenous miR-206 markedly increased with a peak at 4 weeks in the
masseter of wild mice, but it kept low level until 12 weeks in those of the mi/mi mice. It suggested that
miR-206 has a role in the formation of ACh receptor clusters. However, The average number of ACh receptor
clusters was not changed when expression of miR-206 was inhibited or enhanced. More successful method of
loss and gain of function experiments for microRNAs. We also investigated expression change of miR-29a
which is another important microRNA in mygenesis. Expression pattern of miR-29a was similar to miR-206,

but it could not change expressions of Agrin, MuSK, Lrp4 and Rapsin, which are regulation genes of ACh
reseptor cluster formation.
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