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Development of biological dosimetry after the irradiation.

YOSHIURA, Koh-ichiro
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The aim of this research is to develop the biological dosimetry by measuring
genome alterations after radiation exposure. Firstly, we developed the method for library construction
from a tiny amount of DNA. DNA was amplified by using phi29 DNA polymerase with dUTP. After the
amplification, 5 -end was converted to phosphate and 3' -end was to hydroxy group afer uracil DNA
glycosylation and other enzymatic reactions. DNA library for seguencing was constructed from those DNA
fragments for next generation sequencer. But we have not reached the step for measuring the DNA mutations
after one-cell radiation exposure and for the development of biological dosimetry.
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2 dUTP 5.0 microM
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