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Achievement of wild-type baker®s yeast with tolerance to stress and the development
of bread processing technology using rice flour

NAGAI, Takeshi
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By the acquisition of 2-DG resistant mutants, carbon dioxide and ethyl alcohol
production tests, and expandability power test of baking dough using wheat flour, a stain was isolated
from pear cultivar Redbartllet fruit. It was identified as S. cerevisiae by the partial 28S rDNA
sequence. The optimum growth temperature of the strain was 30 and it showed higher fermentation ability
in the low-sugar dough. The ability retained under -28 preservation, but it extremely decreased in
vacuum-packed stain after lyophilization. Using a mixture of rice flour and wheat gluten (8:2), and by
the regulation of the appropriate water amounts, it makes it possible to Broduce high quality of rice
bread having a characteristics crust and texture of rice bread and favorable flavor of wild-type yeast.
It found that the appropriate water amounts were correlated to the water contents of rice flours. The
expansion ratio of the bread decreased with an increasing amylose contents of rice flours.
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