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Library design and selection for obtaining peptides that target HTLV-1 protein
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The genome of HTLV-1 encodes the basic leucine zipper protein, HTLV-1 bZIP factor
(HBZ). HBZ has a domain containing a cFos-like leucine-zipper segment, which confers interaction of HBZ
to cJun and related protein. Peptides that specifically block the interaction of HBZ with Jun related
proteins could be powerful tools in order to elucidate the role of the interaction in the onset of ATL.
By focusing on the a-g interaction, successful design and selection were accomplished to obtain a
leucine-zipper segment that discriminates the appropriate partner over another that provides very similar
patterns of electrostatic interactions. Employing the Hitchhiker Translocation in vivo selection system,
we have succeeded in acquiring a mutated cJun-derived leucine-zipper segment that shows significantly

higher affinity towards leucine-zipper of HBZ than that of cFos.
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abcdefg abc
HBZ-ZIP : Ac-AS TRQLEGE VESLEAE RRKLLQE KEDLJGE VNYWQGR LEA GAP-NH
CFos-ZIP: Ac-AS TDTLQAE TDQLEDE KYALQTE IANLLKE KEKLEFI LAA GAP-NH
cJun-2IP: Ac-AS IARLEEK VKTLKAQ NYELAST ANJLREQ VAQLKQK VJN GAP-NH
JWH-ZIP : Ac-AS IARLEEK VKTLKAQ NYELASE ANJLREK IAQLKQK VJN GAP-NH
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JWH-ZIP 54 0.31
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