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Real-time imaging of histone modification dynamics in the specific gene loci
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This project aimed to visualize the dynamics of histone modification in the
specific gene loci in living cells. To visualize specific genome loci, we searched repetitive DNA
sequence enriched in single loci and designed TALE protein. However, TALEs that are expected to bind to
these sequences failed to label them in living cells. On the other hand, using a mintbody specific to
phosphorylated RNA polymerase 11 combined with ANCHOR system that labeled the specific locus, active
transcription at the single gene locus was visualized in human cells.
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