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Identification of factors involved in the eukaryotic mismatch repair reaction
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Eukaryotic chromosomal DNA is wrapped around histones to be assembled into
chromatin, whose dynamic remodeling is linked to various DNA transactions. The mismatch repair system
maintains DNA replication fidelity by correcting replication errors. Impairment of this system thus leads
to oncogenesis in human. Here, we sought factors involved in the mismatch repair reaction in the context
of chromatin, using Xenopus egg extract that ﬁromotes chromatin assembly in vitro. We have identified at
least 9 factors whose involvements in mismatch repair have not previously been documented, and 3 of which
were chromatin-related factors. Having identified these new factors, this work established an important
step toward understanding of the mismatch repair reaction on chromatin.
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