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The cooperative effect of actin barbed end regulators on controlling the filament
turnover mechanisms
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Cell motility is driven by a dynamic assembly of a cytoskeletal protein, actin
that exists in two states; monomeric form (called G-actin) or filamentous form (actin filaments). The
actin cag?ing protein (CP) binds tightly to the end of actin filaments and stops the assembly and
disassembly of the filaments, thus playing an important role in controlling the cellular dynamics. In
this study, by using X-ray crystallograﬁhy, we have revealed the modes of interaction between CP and its
binding partners. Our results suggest that, by regulating the filament end-binding affinity of CP, cells
control the amount of the monomeric form actin to achieve collective migration.
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