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The EPCR protein, encoded by the PROCR gene, has recently been identified as an
endothelial receptor for specific P. falciparum erythrocyte membrane protein 1 (PfEMP1) subtypes
containing domain cassettes 8 and 13. In this study, a total of 707 Thai patients with P. falciparum
malaria were genotyped for rs867186. The rs867186-GG genotype showed significant association with
protection from severe malaria. The present results suggest that PFEMP1-EPCR interaction, which can
mediate cytoadhesion or reduce cytoprotective and anti-inflammatory effects, is crucial to the
pathogenesis of severe malaria.

TRAP 1s expressed in sporozoites of P. falciparum malaria and plays a crucial role in sporozoite gliding
and invasion of human hepatocytes. The evolutionary analyses showed that the ratio of the number of
nonsynonymous to synonymous polymorphic sites suggest that the TRAP gene has been subject to diversifying
selection in the Thai P. falciparum population.
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