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Identification and elucidation of the roles of RNAs associated with insulin
receptor substrate
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Insulin receptor substrates (IRSs) are known to play important roles in mediating
various bioactivities of insulin-like growth factors (IGFs)/insulin. In this study, we revealed that
IRS-1 is _incorporated into the high-molecular mass complexes that contain RNA binding proteins as well as
various RNAs. We identified RNAs 1n IRS-1 complexes by in vivo UV-crosslinking and
immunoprecipitation CLIP method. Our results revealed that IRS-1 functions as scaffold proteins for
formation of translation machinery, maturation of ribogenesis machinery, and regulation of splicing and
translation. The unanticipated function of IRS-1 in RNA metabolism highlights the potential of
RNA-associated IRS-1 complex to open a new line of investigation to dissect the novel mechanisms
regulating IGFs/insulin-mediated biological events.
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