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Development of a novel protein production system in mammalian cells.
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The proteins for the clinical use are produced in mammalian cells because they
needs post translational modification such as glycosylation, formation of adequate disulfide-bond,
acylation and phosphorylation for their activity in human body. The protein production in mammalian
cells, however, takes much cost than that in bacteria. The author found that the mRNA export process
becomes the limited step than transcription or translation process. In the present study, mRNA export
receptor is created to establish a novel protein production system in mammalian cells by modifying the
sequence of mRNA export receptor. The mutant receptor produce more reporter protein than the wild type
export receptor.
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