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SETDB1 is one of the H3K9 methylation enzymes and requires MCAF1 for H3K9' s
tri-methylation. In this study, we have investigated the interaction between SETDB1 and MCAFl to
elucidate the tri-methylation mechanism by SETDBL1.

We first confirmed that SETDB1(1-195) and MCAF1(562-817) formed a complex by immune-precipitation
experiment. Then, in order to reveal the complex structure, we expressed these proteins in E.coli and
purified them for further X-ray analysis.

Next, we searched the relationship between the post-translational modification and methylation activity
of SETDB1. Analyses of several deletion mutants checking their methylation activities and modification
revealed that the ubiquitination of SETDB1 is needed for its methylation activity.
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