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Antigen stimulation induces antibody diversification through somatic
hypermutation (SHM) and class switch recombination (CSR). SHM introduces point mutations at high
frequency in the variable (V) region gene, whereas CSR is a region-specific recombination that replaces
the heavy chain constant region (CH) gene from Cu to other downstream CH gene, diversifying antibody
effector function without changing their antigen specificity.

Activation-induced cytidine deaminase (AID) is essential for both SHM and CSR. However, it is unknown how
AID regulates two genetic events, SHWM and CSR. Previous studies showed that N-terminal mutant AlIDs caused
selective deficiency in SHM but retained CSR, suggesting the possibility that SHM activity of AID may
require the SHM-specific cofactors interacting with N-terminal region of AID. In this study, we found
several candidate molecules, which were co-immunoprecipitated with AID, but not G23S (a N-terminal mutant
of AID), as SHM-specific cofactors.
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