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Profiling of proteins associated with cell differentiation based on changes in
relative abundance and post-translational modification.
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i Cell differentiation is mainly regulated by a concerted action of transcription
factors and chromatin factors. Since these categories of proteins are relatively scarce in their amounts,

identification of critical regulators has been challenging. In this project, we have tried to use mass
spectrometry to compare relative levels of nuclear and chromatin proteins between B lymphoid cells and
plasma cells. We also tried to compare post-translational modifications of proteins. The reproducibility
of the protocols we established was confirmed via many rounds of repetition. The feasibility of the
protocols were confirmed by comﬁaring known regulators of B cells and plasma cells, such as Pax5, Bach2
and Irf4. We found several, uncharacterized transcription factors and chromatin factors whose expression
was much higher in plasma cells. We are now carrying out functional analyses of these proteins.
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Transcriptional Factor Bach2 is
regulated by PISK-mTOR pathway and
promotes cell cycle arrest 37
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Bach2 and HDAC3 repress
Blimp-1 gene expression in B cells
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