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Studies on the next-generation antimicrobial agents by high-through-put screening
of small-molecule compounds inhibiting bacterial effector
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Antimicrobial resistance threatens the effective prevention and treatment of
bacterial infections. However, the increasing understanding of bacterial pathogenesis has revealed many
potential strategies to combat bacteria-mediated diseases. Bacterial effectors are involved in
establishing disease processes, but those are not essential for bacterial growth or homeostasis. Thus,
effector is expected to be a candidate of therapeutic target, and inhibitors of effectors could
potentially reduce virulence without causing bacterial death, thereby avoiding any subsequent development
of resistance. In this study, we performed to isolate small-molecule inhibitors of Salmonella effector,
SrlP by conducting high-through-put screening by exploiting the library deposited by Chiba University. We
have also revealed that the molecule targeted by SspH2 is in the cytoplasm of macrophage cells.
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