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Development of Bordetella pertussis that infects experimental animals
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Bordtella pertussis is known as a human-specific pathogen. In this study, we
attempted to generate a mutant strain of B. pertussis that infects a variety of experimental animals,
which should facilitate analyses of pathogenicity of this bacterium. For this purBose, we prepared
bacterial artificial chromosomes (BACs) that could be maintained in B. pertussis by improving a B.
pertussis-derived plasmid or BAC for E. coli. Both the vectors generated by these distinct strategies
were found to be stably maintained in B. pertussis, but did not carry a long DNA fragment (30 kbp~), the
limitation which should be overcame in the future. Our final goal is to establish animal infection models
of B. pertussis that carries the plasmid harboring DNA fragments derived from B. bronchiseptica with a

wide host range.
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