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Autism Spectrum Disorder (ASD) is a functional defect in neuronal
development, characterized by communication problems and markedly restricted activity and interest
of the patients. Recent several large-scale genome-wide screening studies identified CHD8
(chromodomain-helicase-DNA binding protein 8), a chromatin remodeling factor, as the most frequently

mutated gene in ASD patients. We have generated mice heterozygous for CHD8 gene deletion and
examined their behavior. A line of behavioral battery tests revealed that CHD8 heterozygous
knockout mice exhibited strong anxiety and paradoxical social activities, reminiscent of human ASD.
We also studies molecular machinery of the ASD pathogenesis by RNA-seq and ChlP-seq with the use of
the next-generation sequencer.
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