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Enhanced recovery after surgery induced by pro-resolving mediators and autophagy
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i Our research aimed to elucidate the contributions of the disappearance of
inflammatory responses of pro-resolving mediators and the induction of autophagy on the mechanism of

Enhanced Recovery After Surgery (ERAS).
Firstly, we divided C57BL/6 mice into control and starvation groups and observed the alterations of

hepatic cells. Thereafter, we identified the possibility of suppressing hepatic cell autophagy in a
starved state, which was induced by Resolvin. Finally, we examined the microRNAs associated with hepatic

cell autophagy in a starved state by conducting comprehensive microRNA analysis with a next generation
sequencer. To the present, we have not identified microRNAs showing significant differences correlated

with hepatic cell autophagy.
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