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Genetic Analysis

The individual difference in the dentin deterioration by Genetic Analysis

Sano, Hidehiko
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The dNA extraction procedure from pulp and the dentin specimens of tooth was able
to get DNA of 9.8ng/p 1 and 5.8 ng/p I. In addition, High Resolution Melt analytical method (HRMA)
analysis was performed for rs17576 SNP in MMP9. The frequency of the genetic polymorphism was also
analyzed based on th Database of single nucleotide polymorphisms (SNPs) at the Naciotnal Center for
Biotechnology Information. The frequency of A/A, A/G, G/G in the rs17576 SNP is 36.7% 44,6%, 18,7% . It
was classified in three groups in the analysis by HRMA on the basis of data of NCBI equally by the data
of 10004 samples. A method to analyze was established by dentin deterioration b{ genetic polymorphism by

e.

combining it with the load examination using the device for an automatic pH cyc
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