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Reversing Aging: Regeneration of Aged Tissues using Adult Stem Cells Inside a
Tissue exposed to Hydrogen Sulfide

Yaegaki, Ken
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This study had shown that hydrogen sulfide increases the number of b-cells and
also insulin secretion from the cells reproduced from human tooth pulp. However high glucose decreased
the number of cells and insulin secretion because of apoptosis. Hence we revised the protocol of
regeneration of b-cells from human tooth pulp, and increased hydrogen sulfide concentration to 10 times,
and glucotoxicities were almost disappeared, and the cells produced large amount of insulin. Thus
exposing human tissue to hydrogen sulfide may cause reversing aging of the pancreas.
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Real-time RT-PCR StepOnePlus™

Real-Time PCR System (Applied Biosystems)
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version 3.5(Qiagen)

(5) WNT and PI3BK-AKT signaling pathway
real-time RT-PCR for
WNT or PI3K-AKT Signaling Pathway PCR
Array (Qiagen) manufacturer’s protocol
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3  WNT signaling pathway  RT-PCR
gene
the canonical WNT pathway: DKK1, FZD5,
FZD9, NFATC1, SOX17, TCF7, WNTIO0A,
WNT16, WNT3A, WNT6, WNT7A and WNT7B,
the WNT/calcium pathway: NFATC1, WNT10A,
WNT16, WNT3A, WNT6, WNT7A and WNT7B

WNT signaling negative regulation and cell

development, proliferation, migration
pathway FOSL1, MMP7, MYC, DKK1, SOX17
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