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ATR is a kinase that regulates the DNA damage response and maintains genome
stability. ATR has been shown to respond to a wider range of DNA damage and exhibit diverse
functions. In this study, we aimed to clarify the mechanism underlying DNA structure-dependent
activation of ATR and to identify the direct substrate of ATR. As a result, we found a novel ATR
activation mechanism at the DNA double strand break site. We also made analog susceptible ATR
mutants and successfully detected and identified many unknown substrates.
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