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Regulatory mechanism controlling a novel nuclease activity of Mrell complex on
structured DNA
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The Mrell/Rad50 complex has important roles in various genome maintenance
pathways. In this research project, we analyzed a novel type of nuclease activity found for Escherichia
coli Mrell/Rad50 complex, ShcCD. Unexpectedly, nuclease activities of SbcCD were not significantly
affected by a secondary structure on substrate DNA, but we found that the activity of SbcCD is modulated
by the presence of DNA end. SbcCD SEecifically cuts off the top of a cruciform DNA or the end of dsDNA by
making incisions on both strands. The finding of this a novel, DNA-end dependent nuclease activity will
provide new insights in the future research and may help us understand the role of the Mrell/Rad50
complex in the human cell.
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