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Analysis of piRNA biosynthesis mechanism and identification of its target gene
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In the present study, we investigated mechanism of piRNA biosynthesis and its
target gene. To elucidate the mechanism of piRNA transcription, we established the in vitro transcription
5K§tem which can transcribes piRNA from whole genome DNA. This system is useful to identify the factor
which regulates piRNA transcription. Furthermore, this system can analyze target gene of piRNA
comprehensively.
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Koseki H, Nakagawa T, Ito T .

The USP21 short variant (USP21SV)
lacking NES, located mostly in the nucleus
in vivo activate transcription by
deubiquitylating ubH2A in vitro.
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