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Functions of the nuclear ubiquitin proteasome system regulated by N-myristoylation

Kimura, Ayuko
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N-Myristoylation is expected to control the compartmentalized proteolysis within
the cells via dynamic regulation of the nucleo-cytoplasmic localization of proteasome. To obtain the
comprehensive view on the substrates and physiological functions of this control system, ubiquitin
proteome analysis was performed using the yeast strains with or without mutation on the N-myristoylation
site of proteasome subunit Rpt2. The ubiquitination levels of the two heat shock proteins involved in the
nuclear transport of proteins as well as those of some possible nucleo-cytoplasmic proteins, which are
involved in the stress response and metabolism, were significantly upregulated in the mutant strains.
These results indicate that the N-myristoylation of proteasome is implicated in the stress response by
controlled proteolysis of a part of cytoplasmic proteins within the nucleus.
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