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Establishment of a simple identification system for Japanese jumping plant lice
through DNA barcode

INOUE, Hiromitsu
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With the aim of establishing a simple identifying system for the Japanese species
of jumping plant lice (Hemiptera: Psylloidea) through DNA barcode, 714 bp mitochondrial cytochrome
oxidase subunit I (COl) sequences were obtained from 895 individuals of 123 Japanese psylloid species of
30 genera, 6 families. Among the most species analyzed in this study, the mean and maximum of
intraspecific COl differences (p-distance) were 0.1% and 1.0%, respectively. In contrast, the COI
differences between congeneric species were 3.2-29.0%. It was shown that psylloid species can be
distinguished through the use of COl DNA barcode, except in cases of some of the morphological species.
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