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Identification and structual analysis of cell adhesion molecules of Trypanosoma
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This study aimed at identification of cell adhesion molecules of Trypanosoma
congolense epimastigotes and bloodstream forms, and isolation of candidate molecules with biochemical and
molecular methods followed by its identification with mass spectrometry analyses were carried out. As the
result of that, several surface proteins of unknown function and one unknown protein interacting with
sialic acid were yielded as candidate proteins from epimastigotes and bloodstream forms, respectively.
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VSG: variant surface glycoprotein; GARP: glutamic acid/alanine-rich protein;
CESP: congolense epimastigote-specific surface protein; mVSG: metacyclic VSG
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