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Identification of the gene responsible for the spherulocyte-lacking mutant in the
silkworm, Bombyx mori
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Hemocytes of the silkworm, Bombyx mori, are classified into five subsets. It is
believed that those functions are basically involved in immune system. However, the function and the
origin of spherulocytes are completely unknown. To solve these mysteries, we use the silkworm mutant
which lack spherulocyte.

We narrowed the responsible gene for the spherulocyte-lacking mutant by genetic strategy. A deletion in a
candidate gene was identified in the mutant strain. We also developed the genetic engineering methods to
introduce the mutation in a target gene. The function of the candidate gene in spherulocyte
differentiation will be elucidated by the developed method. Furthermore, the artificial
spherulocyte-lacking silkworm can reveal the function and origin of spherulocyte.
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