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DNA double-strand breaks (DSBs) are the most serious type of DNA damage. It
has been shown that DNA damage-induced sister chromatid cohesion facilitates homologous
recombination repair (HR) at DSB proximal regions. We found that the damage induced-cohesion was
impaired in yeast mutants defected in nuclear pore complex (NPC) or in the DSB relocation to NPC. We

also observed that damage-induced cohesion is impaired in yeast cells in which the association of
SUMO ligase with NPC is abolished. We also showed the possible involvement of cohesin in this
machinery. These results, we propose a model that the DSB relocation to NPC promotes the cohesin
SUMOylation by SUMO ligase associated with NPC. This machineryis supposed to contribute to the
maintenance of genome stability through facilitating HR of DSBs.
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